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The project willleverage SQANTIS3 - a quality control tool forlong-read
transcriptomic data, which filters inaccurate models to enhance genome °§°o SR
annotations - alongside the FAIR principles, to create an open-source, standardised E
IsoSeq evidence-driven annotation pipeline. This initiative will refine genome

annotation practices, support broader European and global genomic projects, and

facilitate the characterisation of genomes for all species on Earth.
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